Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.046; wR factor = 0.145; data-to-parameter ratio = 17.0.
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For the biological activity of acridines, see: Talacki et al. (1974) ; Achenson (1956) ; Prasad Krishna et al. (1984) ; Asthana et al. (1991) . For their antiprotozoal activity, see: Karolak-Wojciechowska et al. (1996) . For the ability of acridine to intercalate between the base-pairs of DNA, see: Neidle (1979) ; Fan et al. (1997) . For acridine compounds in the treatment of Alzheimer's disease, see: Bandoli et al. (1994) . For their toxicity, see: Di Giorgio et al. (2005) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Cg1 is the centroid of the N4/N5/C19-C21 ring. ations in coordination chemistry as ligands, in medicinal chemistry and materials science. Against this background, and in order to obtain detailed information on molecular conformations in the solid state, an X-ray study of the title compound has been carried out.
The two imidazole groups are almost parallel to each other, the dihedral angle between the mean planes being 39.5 (1)°; these planes are inclined at 78.9 (1)° and 71.2 (9)° with respect to the mean plane of the acridine system. The pseudo-torsion angle N2-C14···.C18-N4 [-145.8 (2)°], resulting in both imidazole group being approximately bisected by the plane of the acridine system. The acridine ring system and imidazole rings are essentially planar, with maximum deviations of 0.062 (3), 0.006 (2) and 0.001 (2) Å, for atoms C4, N3 and C19, respectively.
The crystal packing is stabilized by C-H···O, C-H···N, C-H···π (Table. 1) and π-π interactions with a Cg2···Cg2
ii and a Cg4···Cg3 iv separation of 3.732 (1)Å and 3.569 (1) Å, respectively ( Fig.2 ; Cg2, Cg3 and Cg4 are the centroids of the N2/N3/C15-C17 imidazole ring, N1/C1/C6/C7/C8/C13 pyridine ring and C8-C13 benzene ring, respectively, symmetry code as in Fig. 2 ).
To a solution of imidazole, in the presence of acetonitrile (50 ml) and NaOH solution (7.5 ml) was added and stirred for 10 minutes, then 4,5-bis(bromomethyl) acridine in the presence of acetonitrile(20 ml) was added at once and stirred at room temperature for 48hrs. After completion of reaction, the solvent was evaporated in vaccum and the residue was extracted with CHCl 3 (300 ml). Single crystals suitable for the X-ray diffraction were obtained by slow evaporation of a solution of the title compound in methanol at room temperature.
Refinement
H atoms of water were located is a difference fourier map, and were refined with distance restraints of O-H= 0.85 (3)Å.
All other H atoms were fixed geometrically and allowed to ride on their parent atoms, with C-H = 0.93-0.98Å and with
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Figures Fig. 1 . The structure of the title compound, showing the atom-numbering scheme and intramolecular hydrogen bond. Displacement ellipsoids are drawn at the 30% probability level.
Fig. 2. C-H···O, O-H···N, C-H···π and π-π interactions (dotted lines) in the title compound.
Cg denotes ring centroid. [Symmetry code:
Crystal data Symmetry codes: (i) −x+1/2, y+1/2, −z+1/2; (ii) −x+1/2, y−3/2, −z+1/2; (iii) −x+1, −y+2, −z; (iv) −x+1/2, y+1/2, −z+1/2.
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